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Please amend the claims by replacing all prior versions of the 
claims pursuant to 37 C.F.R. §1.121 as modified by 68 Fed- Reg. 
38611 (June 30, 2003) as indicated below. 

The claims are marked to show differences relative to the claims 
pending as of the January 30, 2004 final Office Action. 

1. (Currently Amended) A method of modifying the content 
or composition, or content and composition, of a metabolire in 
the "tti^^racf*:. — v^jr g an seed of a plant 7 — ^aid meiiabv^ll Liit — selected 
I-uom the - cfi " ou - p t^i:^nsis'Li - ng ^f fatLy acid, — h L ' drc iTT — soluble n -orr- " 
a, Larch polysaLJC - h - ariUe, ii ' L>5C>labli& in:r>n stiarch puly saccharide ' , fibre, 
and total p rut e in liitrv^cfen, — said method comprising: 

(i) expressing in the s tora g e — organ seed of the plant a 
chimeric gene comprising a nucleotide sequence 
encoding a g u - if ur - rich sunflower seed albumin protein 
placed operably in connection with a promoter sequence 
capable of conferring expression in 6aid 5to.Lag e uj,»jAn 
the seed 7 — wh e r e in — t+re — ^ullur - rich — pro ir e -iTt — tib — a — &5 
pj-uLein or the Aspl synthetic protein ; 
(ii) determining the content or composition, or content and 
composition, of a metabolite in aald jsLuj-aye organ the 
seed . said metabolite selected from the group 
consisting of fatty acid, starch, soluble non-starch 
polysaccharide, insoluble non-starch polysaccharide, 
fibre and total protein nitrogen, and 
(iii) selecting a plant having a modified content or 
compos ir ion, or corn: en t and composicion, of oaid ^ 
metabolite in the storage — uxggn seed thereof, as 
compared to a plant in which said chimeric gene is not 
expressed^ 

wherein rhe plant is wheat, oatg, maizey barlev. rice. 
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sorghum, millQti, rye, safflower . sunflower. soybean, pea. 

bgan. lentil, or chickpea - 

2-4. (Canceled) 

5. (Previously presented) The method according to claim 1 
wherein the total protein nirrogen content is increased. 

G. (Previously presented) The method according to claim 1 
wherein the. fibre content or composition is modified. 

7- (Canceled) 

8. (Previously presented) The method according to claim 1 
wherein the fatty acid content is increased or decreased, 

9-13. (Canceled) 

14. (Previously presented) The method according to claim 1 
wherein the plant is a dicotyledonous plant:, 

15. (Previously presented) The method according to claim 14 
wherein the dicotyledonous plant is a pea or chickpea 
plant - 

16. (Previously presented) The method according to claim 1 
wherein the promoter sequence comprises the pea vicilin 
gene promoter sequence . 

17. (Previously presented) The method according to claim 1 
wherein the plant is a monocotyledonous plant. 
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18. (Original) The method according to claim 17 wherein the 
monocotyledonous plant is a rice plant. 

19. (Previously presented) The method according to claim 1 
wherein the promoter compriaes a TxlVlcum aestivum HMW 
glutenin promoter sequence. 

20. (Previously presented) The method according to claim 1 
further comprising the first steps of: 

(i) introducing the chimeric gene into a plant cell, 

tissue, organ or whole organism; and 
(ii> regenerating an intact plant therefrom. 

21. {Currently Amended) A method of Increasing the total protein 
nitrogen content of seeds of a plant, said method comprising 

(i) expressing in the seeds of the plant a chimeric gene 
comprising a nucleotide sequence encoding a «irt*trr- 
.nnfiow^r sARd albumin protein placed operably in 
connection with a promoter sequence capable of. 
conferring expression in said seeds, wherrern the 
hulJTuj. j-lUi piot.-Hi iJ a 2D prov ,e ln ^.i: Lh.s Aapl 
s - yiiLhfai L iL. tJiuLL.in, said nucleotide sequence also 
positioned upstream of a transcription termination 
sequence; 

fii) determining the i^^rei qopt.ept of total protein 
nitrogen in the seeds; and 
(IDIiJJJ. selecting a plant having an increased total protein 
nitrogen content in the seeds thereof as compared to 
the seeds of a plant which does not express the 
chimeric gene^. 

uihP-yein the pJ^nf. is wh p>at. oats, maize, barley, rice, 

^nrahum. millet, rvt^ - ^affiowar. .qunflower. — p' ^oyb^an, P9a> 

bean, lan-tll. or cihl ckPQa. 
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22. (Original) The method according to claim 21 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
plant is a dicotyledonous plant. 

23- (Original) The method according to claim 21 wherein the 
chimeric gene further comprises the pea vicilin gene promoter 
and transcription terminator sequences, 

24. (Previously presented) The method according to claim 22 
wherein the plant is pea or chickpea. 

25. (Original) The method according to claim 21 wherein the 
promoter sequence is a wheat HMW glutenin gene promoter and 
the plant is a monocotyledonous plant . 

26. (Original) The method according to claim 2X wherein the 
chimeric gene further comprises the wheat HMW glutenin 
gene promoter and/or NOS transcription terminator 
sequences. 

27- (Previously presented) The method according to claim 25 
wherein the plant is a rice plant* 

28. (Currently Amended) A method of luudifying th e increasing or 
rtecreasino fatty acid content of seeds of a plant, said 
method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream ' of a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
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seeds : 



29. 

30, 

31- 
32. 

33. 



(ii) determining the level content of a fatty acid in the 
seed; and 

iii) selecting a plant having a mcjdifi e d increased or 
rl^rreaged t-nntent of the fatty acid o^irterrcr in the 
seeds thereof as compared to the seeds of a plant 
which does not express the chimeric genejt. 
wherein the plant is wheat, oats, maize, barley^ — rice/ 

.^nraham. m illet, rve. gafflower, sunflower, soybean, pea, 

)r^g^an- lentil, or chickpea. . 

(Original) The method according to claim 28 wherein the 
promoter sequence is the pea vicilin gene promoter and the- 
plant is a dicotyledonous plant. 

(Original) The method according to claim 28 wherein the 
chimeric gene further comprises the pea vicilin gene promoter 
and transcription terminator sequences . 

(Canceled) 

(Previously presented) The method according to claim 2 9 
wherein if the plant is pea the l e ^el content of fatty acids 
in the seeds is decreased- 

{ Currently Amended) A method of modifying the fatty acid 

composition of seeds of a plant, said method comprising 

(i) expressing in the seeds of said plant a chimeric gene 



that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 



conferring expression on said structural gene in the 
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(ii) 



seeds of said plan-c; 

detiermining the fatry acid composition of the seeds; - and 



34. 

35. 

36. 
37. 

38 . 



iii) selecting a plant having a modified fatty acid 
composition in the seeds thereof, as compared to seeds 
of a plant in which the chimeric gene is not expressed^. 
wherein the planr is wheat, oats, ma ize, barley, rice, 

■^nrcThum, m iller, rve, saf flower, sunflower, soybean, pea, 

bean, lentil, or chickpea . 

(Original) The method according to claim 33 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
planr is a dicotyledonous plant. 

(Original) The method according to claim 33 wherein the 
chimeric gene further comprises the pea vicilin gene promoter 
and transcription terminator sequences - 

(Canceled) 

(Previously presented) The method according to claim 33 
wherein the fatty acid is selected from the group consisting 
of: myristic acid, stearic acid, gadoleic acid, behenic 
acid, lignoceric acid, oleic acid, linoleic acid, 
linolenic acid and erucic acid. 

(Currently Amended) A method of decreasing the starch 
content of seeds of a plant, said method comprising: 
(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and operably 
in connection with a promoter sequence capable of 
conferring expression on said structural gen© in the 
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seeds of said plant: 

(ii) determining the starch content of the seeds; and 
(iii) selecting a plant having a decreased starch content in 
the seeds thereof, as compared with seeds of a plant 
in which the chimeric gene is not expressed^ 
wherein the olan r is whear , oats, mai^e, joay^fiVr riC L Q . , 

.e^orcrhum, millet, rye, saf flower. sunflower. 5^oybe^n, pe^, 

he^an. le nf.Sl, orchickoea- 

39. (Original) The method according to claim 38 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
plant is a dicotyledonous plant. 

40. (Original) The method according to claim 38 wherein the 
chimeric gene further comprises the pea vicilin gene promoter 
and transcription terminator sequences, 

41, (Previously presented) The method according to claim 39 
wherein the plant is a pea plant. 

42, (Currently Amended) A method of modifying the amino acid 
composition of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream o£ a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds of said plant; 
(ii) determining the amino acid composirion of the seeds; 
and 

(iii) selecting a plant having a modified amino acid 
composition in the seeds thereof, a3 compared to a 
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plane in which the chimeric gene is not expr es sed^^ 
uThPrei n rhe planr is whea l:, cats, maize. barl_e_v_^_ 

rice. .qorohumr millet:, rve. saff lower. ^T^pflQW^r/ 

soybean, pea, bean, lent il^ or chickpea. 

43. (Original) The merhod according to claim 42 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
plant is a dicotyledonous plant. 

44. (Original) The method according to claim 42 wherein the 
chimeric gene further comprises the pea vicilin gene 
promoter and transcription terminator sequences. 

45. (Previously presented) The method according to claim 43 
wherein the plant is pea - or chickpea. 

46. (Original) The method according to claim 45 wherein the. 
proportion of arginine relative, to other amino acids is 
increased, 



47, (Currently Amended) A method of mudifying in^J^^^^^i^q 

decreasing the fibre content of seeds of a plant, said 
method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on aaid structural gene in the 
seeds of said plant; 

(ii) determining the fibre content of the seeds; and 

(iii) selecting a plant having a modified an increased or. a, 
decreased rrnntgnt of fibre content in the seeds 
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48. 

49. 

50. 
51. 

52. 



thereof, as compared wirh seeds of a plant which does 
nor express said chimeric gene^ 

whPrf^in rhe plant i .' ^ wheat, oats, maize. b^rlQV, ri,qq, 
sorghum, miller., rye, saf flower, su nflower. — ^pylD^^nr P^^» iQ^f^U. 

IP^ni^ll, qr^ nhickpea . 

(Original) The method according to claim 47 wherein the 
promoter sequence is the pea vicilin gene promoter and the . 
plant is a dicotyledonous planr. 

(Original) The method according ro claim 47 wherein the 
chimeric gene further comprises the pea vicilin gene promoter 
and transcription terminator sequences. 

(Canceled) 

(Previously presented) The method according to claim 4 8 
wherein if the plant is a pea plant the level cppt^^pt- of 
fibre in the seed is increased. 

(Currently Amended) A method of modifying the fibre quAliny 
f7nm pogition of seeds of a plant, said method comprising: 
(i) the step of expressing in the seeds of said plant a 
chimeric gene that comprises a structural gene sequence 
encoding sunflower seed albumin (SSA) placed upstream 
of a transcription termination sequence and operably 
in connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds of said plant; 
(ii) determining the fibre qta - aliry composition of the 
seeds; and 

(iii) selecting a plant having a modified fibre quality 



t^nm position in the seeds thereof, as compared with 
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seeds of a plant in which the chimeric gene is not 
expressed^ 

wherein the plant is whean, o ars, maize, barley, 

rice, s^9rqhum, millet. rve, safflower, sunflower, 

soybean, pea, bean. iBntil, or chictoea. 

53. (Original) The method according to claim 52 wherein the 
promoter sequence is the pea vicilin gene promoter and the 
plant is a dicotyledonous plant. 

54. (Original) The method according to claim 53 wherein the 
chimeric gene further comprises the pea vicilin gene promoter 
and transcription terminator sequences. 

55. (Canceled) 

56. (Currently Amended) The method according to claim 52 wherein 

the l e v e l content of soluble and/or non-starch 

polysaccharide, or the l e vel content of insoluble ^WSP non- 
srarch polysaccharide, or the_content_. of both in the seed is 
decreased - 

57. (Currently Amended) The method according to claim 52 wherein 
the level content of lignin in the seed is increased. 



58-63- (Canceled) 

64. (Currently Amended) The method according to any one of claims 

3- — 21, 28, 33, 38, 42, 47, or 52 further comprising the 

first steps of: 

(i) introducing the chimeric gene into a plant cell, tissue, 
organ or whole organism; and 

(ii) regenerating an intact plant therefrom- 
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65. (Currenrly Amended) A transformed plant p^udai^^ed ^^Vi^q ^ 
IT^r^HHfied content or compositi on, or content and nomposition, 
of ^ metabnii^.^ in its .seed. wHerejn r^e ^odi^^lg^liloy^ ^s. by 
the method according to any one of claims 1, 21, 28, 33, 38, 
42, 47, 52, or 102, or progeny of said plant, wherein said 
progeny comprises at least one copy of the chimeric gene in 
an expressible format , *>aid plauL h^=^hiy^ whajiL, uaLi,, lujiizc, 



baxley, ri' 


L.e, Aorghmn, inilleL, uil:i>eca xape. 


rye, — aallluwer , 
Laro, — Jej-u^alem 




potalicj, — 5w<M£jL poLato, — beeLioot, 


' ( iiiuludluy j oba 


ax Llv^hukc, 


uiiiuii, ya-Llic, — s^uyLbian, pfcia. Lean 





aud U.UUUIIU I I bcaii), l t =.nLll, chiiikp ^t a on J^uyaj: carni - 

66. (Canceled) 

67. (Previously presented) A plaiiL part seed derived from the 
plant according to claim 65 wherein said p lau i i pare seed 
comprises at least one copy of the chimeric gene piy-*».JiL in 
said p lanl: i^jr pi.o g eny in an expressible format. 

68. (Canceled) 

69. (Original) The plant paiL aL^cordiiiy to ulalm G7 L^uixAisting 
uf &ejtf5d.s seed derived from the t ransformed plant of claim 

wherein the seed has a modi fied contient or composition, 
< 7r c^Qntept-. and' oomposit .i .n^ of a meraboli t e i — wh^'it^AP th^ 
modification ia ac leas t one of: 

a\ incrt^ased total prorein n itrogen conrent; 

v^ ) dg^^c^reaaed total 5 it:arch content; 

cl increased or decreased f atty acid conrent ; 

H ) modified fatty ^rid composition; 

fi) increased or decreased f ibre content; or 

f ) modified fibre c omposition. 
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70-87- (Canceled) 

88. (Currently Amended) The method of claim 1 wheTcin — the 
uhlmairic — gene — eni^cides — :sui - i£lcjwei ; — a e cd albumin — (33A) amd 
whei-bsin Lli i a jbtoxAye Qigan i3 ^ ^ccd and wherein the total 
protein nitrogen content of the seed is increased. 

89. (Currently Amended) The method of claim 1 whtixein th^ 
uhliimJ-lL. ybne L Jiiuudtd^ baaZluwy^x. Jcud albumin — 13Q - A) — orn* 
whc! , rein — Lhe i^LoL^q ^ t organ ij> a J^ead and wherein th© 
amino acid composition of the seed is modified. 

90- (Currently Amended) The method of claim 1 wht^.j_elii tho 
c - h - iutfciJJic ^^ii^ c t ii^-adea aunfl o wer seed ftlbmnin {DBA) — ftrrd: 

wh e r « =.in — -th-e &LorA ge uiyan . i!5 a seed arrtrt wherein 

expression of the chimeric gene in rhe seed increases or 
decreases the fibre content of the seed. 

91. (Currently Amended) The method of claim 1 or claim 102 
who^ o ln Lh^:; L,hliut.^iu yd^uu ejiuudtfii j^aiilluwu^ ^^^k} albumin 

-f^g-9#r) !5rttd — wh e r e in — rtra — a,l:ora ge — organ — irs — a — s-e^d— arrd 

wherein expression of the chimeric gene in the seed 
modifies the fibre composition of the seed, 

92. (Currently Amended) The method of claim 1 whiaieln the 
chimttrik. gai i a e iic^udca auuflow^aj- ^eed albumin — (S3A) amd- 

whbiiJi::iri t+re ab i iira ge uj-gan r^s a seed tsmi wherein 

expression of the chimeric gene in the seed decreases the 
total starch content of th© seed- 

93. (Currently Amended) The method of claim 1 wherein — tire 
uhiiiifaiiio Lj^-^ii^^ ciiuudJ.fl ■auiillowor albuuiln — (GQA) — arrd: 
wliuj-vdlii Lhfa! hLuLiay^B kM ' gan Is a JL t L i Ld and wherein expression 
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of the chimeric gene in the seed increases or decreases 
the total fatty acid content of the seed. 

94- (Currently Amended) The method of claim 1 wher e in — rtrtr 
L.himerie — gerre — e nc o des — sunfl o wer — seed — albumin — (30A) arrd: 
wher e in Lh e stora g e o rigan is a s ee d and wherein expression 
of the chimeric gene in the seed modifies the fatty acid 
composition of the seed- 

95 - (Canceled) . 

96. (Currently Amended) The method of claim 1 wherein the 
chimeric gene i=!iiL!uLlus — smif lowei: — seed — dlbuinin — (3SA) and 
further comprises a promoter sequence which confers strong 
expression at least in the seeds of the plant. 

97, (Previously presented) The method according ro claim 96 
wherein the promoter is the pea vicilin promoter. 

98. (Previously presented) The method according to claim 96 
wherein the promoter is the wheat HMW giutenin promoter. 

99, (Previously presented) The method of claim 96 wherein the 
chimeric gene further comprises a transcription terminator 
sequence placed downstream of the sequence encoding SSA. 

100- (Previously presented) The method of claim 99 wherein the 
transcription terminator sequence is the pea vicilin gene 
terminator sequence . 

101. (Currently Amended) The method according to claim 1 or 
claim 102, wherein the content or composition, or content and 
composition, of more than one metabolite in the iLui-aiyc largan 
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seed of the plant is modified , And wh e r e in aL I ft ^ab or i ft of said - 
in!.^ i6 5elce.t^d fL ' am i^he ^g/roup c - orrai - s ting - of-^atty ■ acid, 
sLaj-ch^ ^ulable non - sLaj-Ch polyAai^oliAi. idfe , inAC^luble ni!in - .& L a .L ' t^h 
pul^aacchaxide, — fibre and t:otal prot e in niliro^gen , 

102. (Currently Amended) A method of modifying the content or 
composition, or content and composition, of a metabolite in the 
storage or g an seed of a plant -, — said m e taboli t ^ e- - sel e c t ^ ed — from 
uhe gi ' t^iup i^anaisting of fatty ac^id, — s ir ^rc - h - — s o lubl - e ■ non - starch 
p o lysaL^charide/ insoluble non - starch polysaccharid e , libr e , a n d • 
LuLal i-JLuLeiii jilLiuycn, — j^aid msthod comprising: 

(i) expressing in the - s -t ir/rage organ seed of the plant a 
chimeric gene comprising a nucleotide sequence 
encoding a sulf ur - rioh sunflower seed albumin protein 
placed operably in connection with a promoter sequence 
capable of conferring expression in said stuxage organ 
the seed 7 — wliexein — bite — aulf ur - rich — pxoLgin — i-s — a — 
profcein or ehe Aspl 5>/nthetic. prt^t^in ; and 
(ii) determining whether the content or composition, or 
•content, and composition, of a metabolite in said 
stora -g e - o rg an the seed of the plant is modified as 
compared to that of a plant in which the chimeric gen.^ 
is nor expressed 7 — said metabc^lilre se>& g fc ' ed- f rom the 
group — consisting — of — fatty — acid, — starch, — soluble — I'l t^n 

starch polysaccharide,- iinsolubl - e - — n onr-' starch 

pulysac c haride, fibre-and total protein nitrogen 

wherein the plant is wheats oats ,1 mai ze , bar lev, rice, 
sorohum, miller, rve. saf flower, sunflower. soybean, pea, 

bean, lentil, or chickpea . 

103. (Currently Amended) A method of increasing the total protein 
nitrogen content of seeds of a plant, said method comprising: 

(i) expressing in rhe seeds of the plant a chimeric gene 
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comprising a nucleotide sequence encoding a TOifmr- 
.rieft ffpnf lower ^aad albumin protein placed operably in 
connection with a promoter sequence capable of 
conferring expression in said seeds, wherwn ttrer 
auiruiJ — liUi piuLeiJi iJ u 20 — iJiuLuin — U-Jutf As|j1 
5Vui.Ul.l1u [jJ-uLiiin, said nucleotide sequence also 
positioned upstream of a transcription termination 
sequence; and 

(ii) determining whether rhe - 1 -e vel content of total protein- 
nitrogen in the seeds of aal c i plant ' S ' x,h& plant — is. 
Hr.r^T-,3^.:;F,fi fls coTTinflred to That of a Plant in which the 
r;hlmeric fTPne Is not ex pressed. 

wherein the plant is wheat , oats, maize, barley, rice, 

Ror-ahum. mlllei:. rve- saff lnwer. sunflower, soybean, pea, 

hean. lenrll. o r chickpea. 

104. (Currently Amended) A method of mualf i ^in g incraasinq or , - 
riRcreaslna the fatty acid content of seeds of a plant, said method 
comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds; and 

(ii) determining Llm level whQth^?; trh'S COnt^jnt; of a fatty 
acid in the seeds of i-hR plant — is — increased or 
ris^greaaed as eompareri to nh a i^ of a plant In whlcb the 

> ^^^^ ^TT^or^f. rrane 2 3 not expresssd, 

wherein i;he plar ]i- ^g wheat. — m.& X 7f < , barleVr 

ylce. sorahum. millet, rve. aafflowf;r- ^nnf lower. SftVb^an' 

paa. bean, lentil, , ohiekpea. 
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105. (Currently Amended) A method of modifying the fatty acid 
composition of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds of said plant; and 
(ii) determining whether the fatty acid composition of the 
seeds n ff the ol,ant is mo dified as compared to that of 
A nlant .in which the chim R ric oene is not e>;prQ9ged, . 
^^^h ^rfiin the Plant is whe at- oats, maize, barley, rice, 

■^nrohum, millet, rve , saff lQwer. sunflower, .soyb^p^n, p^ff^r 

l^ean. lenril. o r chickpea. 

106. (Currently Amended) A method of decreasing the starch 
content of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and oporably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds of said plant; and 
(ii) determining whether the starch content of the seeds of 
i-h^ pla n r Is decreased as COmPaX<Sd tO rhat of ^ plant 
■In which iihe chimeric: oene is not expressed, 
uThgrein rhe plant is whear . oats, maize, barley, — ^it^f^> 

■^nr qhum, millet, r y^ ^ 5^afflower, sunflov?er, .soy^pai^, p^^r 

bean, Ig^nril. o r chickpea. 



PACE19O3*RCVDAT9/28/2004 3:11:48 PM [Eastern Daylightr^^^ 



Siip-28-04' 03:l,ppm,. Frora-cooperWunham +212 391 0525 T-229 P. 020/033 F-949 



Applicanrs 
Serial No, 
Filed 



Higgins er al. 
09/508, 979 
May 10, 2000 
Page : 19 

107. (Currently Amended) A method of modifying the amino acid 
composition of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in 
rhe seeds of said plant; and 
(ii) determining whether the amino acid composition of the 
seeds of rhe plant is modified as compared to th^r of 
M nlanr i^ which the chimeric a«-n»- nor expressed, 
wherein t he plant i rs wheat, oat3, m^ize, barley, rice, 

.pornhum, m illat. rve. safflower, si^nflower, soybean, pea, 

bean, lentil, o j" chickpea - 

108. (Currently Amended) A method of iiiuUilying increasing — or 
decreasing the fibre content of seeds of a plant, said method 
comprising: 

(i). expressing in the. seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
rranscription termination sequence and operably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds of said plant; and 
(ii) determining whether the fibre content of the seeds of 
rh^. plant is increase d or decreased as compared tO that 
c^-E a Plant in which the chimeric rrene is not e;xpressegj, 
wherein the plant,, 1-^ wheat, oats, maize, barley, ;r;iqQ, 

gorahum, millet, rve , saf flower, sunflower, [ ^oybfti^Or P^^^r 

bean, lentil > or c hickpea. 
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109, {Currently Amended) A merhod of modifying the fibre equality 
r:nmposition of seeds of a plant, said method comprising: 

(i) expressing in the seeds of said plant a chimeric gene 
that comprises a structural gene sequence encoding 
sunflower seed albumin (SSA) placed upstream of a 
transcription tenrmination sequence and oparably in 
connection with a promoter sequence capable of 
conferring expression on said structural gene in the 
seeds of said plant; and 
(ii) determining whether the fibre qualicy composition of 
the seeds of the plant is m odified a.g nompared to that 

. Qf . a Plant in which the chimeric qepe is. not 

expressed/ 

wherein t he plant is wheat, oars, mai2e, barTey, rice, 

aorahum. millet - rye, gaff lower, sunflower,. soybean, pea, 

bean, lentil, or chiclcpea . 

110- (Currently Amended) The method according to claim 1, wherein 
the total protein nitrogen content of : ^i:orage organ the seed of the 
plant is increased by at least 10%. 

111. (Canceled) 

112. (Currently Amended) The method according to claim 1, wherein 
the total fibre content of the a,Luxav^ e or^an seed of the plant is 
increased or decreased by at least 5% . 

113. (Currently Amended) The method according to claim 1, wherein 
i:he total starch content of s Luj-aye or<^an the seed of the plant 
is reduced by at least 10%. 

X14. (Currently Amended) The method according to claim 1. wherein 
the total fatty acid content of sLoj-ai^e organ the seed of the 
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planr is increased or decreased by ar. l^^^ 5%. 

115. (Currencly Amended) The method according to claim 1, wherein 
the' content of any one fatty acid in the aLuiuyu uigan of 
the plant is increased or decreased by flt X^3,^t, 5%. 
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